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Ala 

Gly Leu Glu 

Val 
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Leu 

Arg 

Val 

Ala 

Leu 

Asn 

Asn 

His 

203 


130 





135 





140 





205 

Leu 

Leu 

Trp 

Ser 

Lys 

Phe 

Asn 

Gin 

His 

Gin 

Thr 

Glu 

Met 

He 

He 

Thr 

206 

145 





150 





155 
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Arg 

Met 

Phe 
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Phe 
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Thr 

Val 
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Thr 
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Tyr 
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Val 
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Val 

Val 

Leu 

Val 
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Asp 

Gin 

His 
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Trp 

Arg 
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Gin 

Ser 
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Trp 

Val 
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Gly 
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Gly 
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Arg 
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Tyr 
J. 

Val 

His 

Pro 

Asp 
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210 





215 





220 
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Ser 

Pro 

Asn 

Thr 

Gly 

Ala 

His 

Trp 

Met 

Arq 

Gin 

Glu 

Val 

Ser 

Phe 

Gly 

221 

225 





230 





235 





240 

223 

Lys 

Leu Lys 

Leu 

Thr 

Asn 

Asn 

Lys 

Gly 

Ala 

Ser 

Asn 

Asn 

Val 

Thr 

Gin 

224 





245 





250 





255 


226 

Met 

He 

Val 

Leu 

Gin 

Ser 

Leu 

His 

Lvs 

Jr 

Tyr 

Gin 

Pro 

Arg 

Leu 

His 

He 
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265 
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229 

Val 

Glu 

Val 

Asn 

Asp 

Gly 

Glu 

Pro 

Glu 

Ala 

Ala 

Cys 

jr " 

Asn 

Ala 

Ser 

Asn 

230 



275 





280 





285 




232 

Thr 

His 

He 

Phe 

Thr 

Phe 

Gin 

Glu 

Thr 

Gin 

Phe 

He 

Ala 

Val 

Thr 

Ala 

233 


290 





295 





300 





235 

Tyr 

Gin 

Asn 

Ala 

Glu 

He 

Thr 

Gin 

Leu 

Lvs 

He 

Asp 

Asn 

Asn 

Pro 

Phe 

236 

305 





310 





315 





320 

238 

Ala 

Lys 

Gly Phe 

Ara 

Glu 

Asn 

Phe 

Glu 

Ser 

Met 

Tyr 

* Jr *• 

Thr 

Ser 

Val 

Asp 

239 





325 





330 





335 


241 

Thr 

Ser 

He 

Pro 

Ser 

Pro 

Pro 

Gly 

J: 

Pro 

Asn 

Cys 

Gin 

Phe 

Leu 

Gly 

Gly 

242 




340 





345 





350 



245 

Asp His 

Tyr 

Ser 

Pro 

Leu 

Leu 

Pro 

Asn 

Gin 

Tyr 

Pro 

Val 

Pro 

Ser 

Arg 

246 



355 





360 





365 




248 

Phe 

Tyr 

Pro Asp 

Leu 

Pro 

Gly 

Gin 

Ala 

Lys 

Asp 

Val 

Val 

Pro 

Gin 

Ala 

249 


370 





375 





380 





251 

Tyr 

Trp 

Leu 

Gly 

Ala 

Pro 

Arg 

Asp 

His 

Ser 

Tyr 

Glu 

Ala 

Glu 

Phe 

Arg 

252 

385 





390 





395 





400 

254 

Ala 

Val 

Ser 

Met 

Lys 

Pro 

Ala 

Phe 

Leu 

Pro 

Ser 

Ala 

Pro 

Gly 

Pro 

Thr 

255 





405 





410 





415 


257 

Met 

Ser 

Tyr 

Tyr 

Arg 

Gly 

Gin 

Glu 

Val 

Leu 

Ala 

Pro 

Gly 

Ala 

Gly 

Trp 

258 




420 





425 





430 



260 

Pro 

Val 

Ala 

Pro 

Gin 

Tyr 

Pro 

Pro 

Lys 

Met 

Gly 

Pro 

Ala 

Ser 

Trp 

Phe 

261 



435 





440 





445 
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Arg 

Pro 

Met 

Arg 

Thr 

Leu 

Pro 

Met 

Glu 

Pro 

Gly 

Pro 

Gly 

Gly 

Ser 

Glu 

264 


450 
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266 

Gly Arg Gly 

Pro 

Glu 

Asp 

Gin 

Gly 

Pro 

Pro 

Leu 

Val 

Trp 

Thr 

Glu 

He 

267 

465 





470 





475 





480 

269 

Ala 

Pro 

He Arg 

Pro 

Glu 

Ser 

Ser 

Asp 

Ser 

Gly 

Leu 

Gly 

Glu 

Gly 

Asp 

270 





485 





4 90 





495 


272 

Ser 

Lys Arg Arg 

Arg 

Val 

Ser 

Pro 

Tyr 

Pro 

Ser 

Ser 

Gly 

Asp 

Ser 

Ser 
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273 



500 





505 




510 




275 

Ser 

Pro Ala 

Gly Ala 

Pro 

Ser 

Pro 

Phe 

Asp Lys 

Glu 

Ala 

Glu 

Gly 

Gin 


276 


515 





520 




525 





278 

Phe 

Tyr Asn 

Tyr 

Phe 

Pro 

Asn 










279 


530 




535 










282 

<210> SEQ ID NO: 

: 3 












283 

<211> LENGTH: 1593 












284 

<212> TYPE: 

DNA 













285 

<213> ORGANISM: 

Mus 

mus cuius 









287 

<220> FEATURE: 













288 

<221> NAME/KEY: 

CDS 












289 

<222> LOCATION: 

(1) . 

. . (1590) 










291 

<400> SEQUENCE: 

3 












292 

atg 

ggc ate 

crta 

gag 

eccr 

ggc 

tge 

gga 

gae atg 

ctg 

ace 

ggc 

ace 

gsg 

48 

293 

Met 

Gly He 

Val 

Glu 

Pro 

Gly Cys 

Gly 

Asp Met 

Leu 

Thr 

Gly 

Thr 

Glu 


294 

1 



5 





10 




15 



296 

ccg 

atg ccg 

agt 

gae 

Qacr 

ggc 

egg 

ggg 

ccc gga 

gcg 

gae 

caa 

cag 

cat 

96 

297 

Pro 

Met Pro 

Ser 

Asp 

Glu 

Gly Arg 

Gly 

Pro Gly Ala Asp 

Gin 

Gin 

His 


298 



20 





25 




30 




300 

cgt' 

ttc ttc 

tat 

ccc 

Qaa 

ccg 

aac 
y y ^ 

gca 

cag gae 

ccg 

ace 

gat 

cgc 

cgc 

144 

301 

Arg 

Phe Phe 

Tvr 
J. yj- 

Pro 

Glu 

Pro 

Gly 

Ala 

Gin Asp 

Pro 

Thr 

Asp 

Arg 

Arg 


302 


35 





40 




45 





306 

gca 

ggt age 

aac 

ctg 


acg 

ccc 

tac 

tct ggg 

ggc 

gcc 

ctg 

gtg 

cet 

192 

307 

Ala 

Gly Ser 

Ser 

Leu 

Gly 

Thr 

Pro 

Tyr 

Ser Gly Gly Ala 

Leu 

Val 

Pro 


308 


50 




55 




60 






310 

gcc 

gcg ecg 

ggt 

cge 

ttc 

ett 

gga 

tec 

ttc gcc 

tac 

ccg 

ccc 

egg 

get 

240 

311 

Ala 

Ala Pro 

Gly 

Arg 

Phe 

Leu 

Gly 

Ser 

Phe Ala 

Tyr 

Pro 

Pro 

Arg 

Ala 


312 

65 




70 




75 





80 


314 

cag 

gtg get 

ggc 

ttt 

ccc 

ggg 

cet 

ggc 

gag ttc 

ttc 

ccg 

ccg 

ccc 

gcg 

288 

315 

Gin 

Val Ala 

Gly 

Phe 

Pro 

Gly 

Pro 

Gly 

Glu Phe 

Phe 

Pro 

Pro 

Pro 

Ala 


316 




85 





90 




95 



318 

ggt 

gcg gag 

ggc 

tae 

ccg 

ccc 

gtg 

gat 

ggc tac 

cet 

gcc 

cet 

gae 

ccg 

336 

319 

Gly Ala Glu 

Gly 

Tyr 

Pro 

Pro 

Val 

Asp 

Gly Tyr 

Pro 

Ala 

Pro 

Asp 

Pro 


320 



100 





105 




110 




322 

cgc 

gcg ggg 

etc 

tae 

cca 

ggg 

ccg 

cgc 

gag gae 

tac 

gca 

ttg 

ccc 

gcg 

384 

323 

Arg Ala Gly 

Leu 

Tyr 

Pro 

Gly 

Pro 

Arg 

Glu Asp Tyr Ala 

Leu 

Pro 

Ala 


324 


115 





120 




125 





326 

ggg 

ttg gag 

gtg 

tct 

ggg 

aag 

ctg 

aga 

gtc gcg 

etc 

age 

aac 

cac 

ctg 

432 

327 

Gly Leu Glu 

Val 

Ser 

Gly 

Lys 

Leu 

Arg 

Val Ala 

Leu 

Ser 

Asn 

His 

Leu 


328 


130 




135 




140 






330 

ttg 

tgg tec 

aag 

ttc 

aac 

cag 

cac 

cag 

aca gag 

atg 

ate 

ate 

act 

aag 

480 

331 

Leu 

Trp Ser 

Lys 

Phe 

Asn 

Gin 

His 

Gin 

Thr Glu 

Met 

He 

He 

Thr 

Lys 


332 

145 




150 




155 





160 


334 

caa 

gga egg 

ega 

atg 

ttc 

cca 

ttc 

ctg 

tee ttc 

ace 

gtg 

gcc 

ggg 

ctg 

528 

335 

Gin 

Gly Arg 

Arg 

Met 

Phe 

Pro 

Phe 

Leu 

Ser Phe 

Thr 

Val 

Ala 

Gly 

Leu 


336 




165 





170 




175 



338 

gag 

ccc aca 

ago 

cat 

tac 

agg 

atg 

ttt 

gtg gat 

gtg 

gtc 

ttg 

gtg 

gae 

576 

339 

Glu 

Pro Thr 

Ser 

His 

Tyr 

Arg 

Met 

Phe 

Val Asp Val 

Val 

Leu 

Val 

Asp 


340 



180 





185 




190 





file://C:\CRF4\Outhold\VsrJ008264B.htm 


<210> 5 
<211> 27 
<212> DR 
<2 


DN^.^ — ■ 
^?tifi 


ficial Sequence 



<400> 5 

gggaatttca cacctaggtg aaattcc 


27 


<210> 6 
<211> 24 
<212> DNA 

:ificial Sequence 

<400> 6 

aatttcacac ctaggtgtga aatt 


<210> 7 

<211> 24 
<212> QUA 
<21 


24 



Artmicial Sequence 


<400> 7 
gagctatcac ctaagtgtgg gcta 

<210> 8 

<211> 24 
<212> 

<213>^Art±lTcial Sequence 

<400> 8 
aaactgccac ctaagtgtgg gcta 


24 


24 


<210> 9 
<211> 24 
<212> DNA 
<213:: 


ficial Sequence 


<400> 9 
aaactgctgt ctaaacatgg gcta 



24 
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Use of <220> Feature (NEW RULES) : 

Sequence (s) ^are missing the <220> Feature and associated headings. 

Use of <220> to <223> is MANDATORY if <213> ORGANISM is "Artificial Sequence 
or"Unknown" . Please explain source of genetic material in <220> to <223> 
section (See "Federal Register," 6/01/98, Vol. 63, No. 104 , pp. 29631-32) 
(Sec. 1.823 of new Rules) 

Seq#:5, 6, 1, 8, 9 
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L:546 M:258 W 
ORGANISM: Art i 
L:546 M:258 W 
ORGANISM: Art i 
L:546 M:258 W 
L:555 M:258 W 
ORGANISM: Art i 
L:555 M:258 W 
ORGANISM: Art i 
L:555 M:258 W 
L:563 M:258 W 
ORGANISM: Art i 
L:563 M:258 W 
ORGAN ISM: Art i 
L:563 M:258 W 
L:571 M:258 W 
ORGAN ISM: Art i 
L:571 M:258 W 
ORGANISM: Art i 
L:571 M:258 W 
L:580 M:258 W 
ORGANISM: Art i 
L:580 M:258 W 
ORGANISM: Art i 
L:580 M:258 W 
L:584 M:334 W 
L:585 M:336 W 


: Mandatory Feature missing, 

ficial Sequence 

: Mandatory Feature missing, 

ficial Sequence 

: Mandatory Feature missing, 

: Mandatory Feature missing, 

ficial Sequence 

Mandatory Feature missing, 
ficial Sequence 
: Mandatory Feature missing, 
: Mandatory Feature missing, 
ficial Sequence 

Mandatory Feature missing, 
ficial Sequence 
: Mandatory Feature missing, 
: Mandatory Feature missing, 
ficial Sequence 
: Mandatory Feature missing, 
ficial Sequence 

Mandatory Feature missing, 
Mandatory Feature missing, 
ficial Sequence 
: Mandatory Feature missing, 
ficial Sequence 

Mandatory Feature missing, 
(2) Invalid Amino Acid in 
Invalid Amino Acid Number 


<220> Tag not found for SEQ#:5, <213> 

<223> Tag not found for SEQ#:5, <213> 

<223> Blank for SEQ# : 5, Line* : 54 6 
<220> Tag not found for SEQ#:6, <213> 

<223> Tag not found for SEQ#:6, <213> 

<223> Blank for SEQ# : 6, Line* : 555 
<220> Tag not found for SEQ#:7, <213> 

<223> Tag not found for SEQ#:7, <213> 

<223> Blank for SEQ* : 7, Line* : 563 
<220> Tag not found for SEQ#:8, <213> 

<223> Tag not found for SEQ#:8, <213> 

<223> Blank for SEQ# : 8 , Line* : 571 
<220> Tag not found for SEQ*:9, <213> 

<223> Tag not found for SEQ*:9, <213> 

<223> Blank for SEQ* : 9, Line* : 580 
Coding Region, NUMBER OF INVALID KEYS: 4 
in Coding Region, SEQ ID: 9 
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7/29/05 


